Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.021; wR factor = 0.062; data-to-parameter ratio = 16.1.
The Cu atom in the title compound, [Cu(C 13 H 9 BrClN 2 O 3 S) 2 ], is chelated by two deprotonated Schiff base ligands in a square-planar coordination geometry; the Cu atom lies on a center of inversion. The -NH-group of one anion forms an intramolecular hydrogen bond to the phenolate atom of the symmetry-related ion.
Related literature
For the structure of the copper derivative of a similar Schiff base ligand, see: Ali et al. (2007) .
Experimental
Crystal data [Cu(C 13 Table 1 Selected geometric parameters (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Table 2
Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2008 The present study continues with a study on the copper derivative of Schiff-base condensation products from the reaction between substituted salicylaldehydes and benzene sulfonylhydrazine. The two monoanions chelate to the copper atom, which shows square-planar coordination (Ali et al., 2007) . The present copper derivative (Scheme I, Fig. 1 ), which has a bromine substituent in the aromatic system, shows such a geometry; the nature of the substituent in the salicylaldehyde portion does not have an effect on the overall geometry.
Experimental 3-Bromo-5-chlorobenzaldehyde (0.5 g, 0.3 mmol) and benzenesulfonylhydrazine (0.5 g, 0.3 mmol) were condensed in refluxing ethanol (100 ml) for two hours. The solvent was removed to give the Schiff base, which was collected and dried.
The ligand (0.6 g, 2 mmol) and copper acetate (0.2 g, 1 mmol) were heated in ethanol (100 ml) for two hours. The solvent was removed and the product recrystallized from DMSO.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2U eq (C). The amino H atom was refined with a distance restraint of N-H 0.88±0.01 Å; its temperature factor was freely refined. C7-N1-N2-S1 −84.65 (18) Cu1-N1-C7-C6 −2.5 (3) Cu1-N1-N2-S1
Geometric parameters (Å, °)
91.96 (14) C5-C6-C7-N1 174.74 (19) O3-S1-N2-N1 −169.59 (13) C1-C6-C7-N1 −7.9 (3) O2-S1-N2-N1 61.73 (15) O3-S1-C8-C9 −169.03 (17) C8-S1-N2-N1 −53.47 (15) O2-S1-C8-C9 −33.7 (2) Cu1-O1-C1-C6
11.6 (3) N2-S1-C8-C9 79.30 (19) Cu1-O1-C1-C2 −168.43 (14) O3-S1-C8-C13 17.7 (2) O1-C1-C2-C3
179.09 (19) O2-S1-C8-C13 153.05 (17) C6-C1-C2-C3 −0.9 (3) N2-S1-C8-C13 −93.98 (19) O1-C1-C2-Br1 0.9 (3) C13-C8-C9-C10 0.9 (3) C6-C1-C2-Br1 
